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This special issue includes a selection of papers presented at the 2nd International 
Workshop on Hybrid Artificial Intelligence Systems (HAIS 2007), carried out at the 
University of Salamanca, Spain. The three papers selected present a different approach 
about the bioinformatics field. The papers present novel models that combine symbolic 
and subsymbolic techniques to construct more robust and reliable problem solving 
models applied to bioinformatics or biotechnology environments. 

Bioinformatics and medical informatics are two research fields that serve the needs of 
different but related communities. Both domains share the common goal to provide new 
algorithms, methods and technological solutions to biomedical research and contribute to 
the treatment and cure of diseases. While bioinformatics has been traditionally focused 
on the intersection between computer science and biological research, medical 
informatics has been centred on the intersection between computer science and clinical 
medicine. In this context, recent studies have shown how biomedical informatics has 
emerged as a new area to describe the technology that brings both disciplines together to 
support genomic medicine. 

Hybrid intelligent systems are becoming popular due to their capabilities in handling 
many real world complex problems, involving imprecision, uncertainty and vagueness, 
high-dimensionality. They provide us with the opportunity to use both, our knowledge 
and row data to solve problems in a more interesting and promising way. This 
multidisciplinary research field is in continuous expansion in the artificial intelligence 
research community. 

It is commonly accepted that there are two parts to health sciences, the study, research 
and knowledge of health and the application of that knowledge to improve health, cure 
diseases and understand how humans function. This configuration (theory elicitation and 
theory application) is analogous with the know-how managed by physicians that apply a 
mixture of objective knowledge and subjective knowledge. The global purpose of HAIS 
conferences has been to provide a broad and interdisciplinary forum for hybrid artificial 
intelligence systems and associated learning paradigms, which are playing increasingly 
important roles in an important number of applications fields. These application 
intelligence bases models are been used intensively for the resolution on bioinformatics 
problems with success. This issue meant to be an overview of the possibilities offered by 
the AI community in the resolution of distributed problems, classification, prediction, 
pre-processing or data dimension reduction. This special issue also presents an ambient 
intelligent model developed with hybrid artificial intelligent systems. Such distributed 
biotechnology applications is an innovative solution to provide medical care to dependent 
people that may be embedded in any administration system of a hospital or medical 
centre. 


